148 YFV positive cases were detected using at least one of the three methods described below; 149 immunofluorescence, immunohistochemistry, or reverse transcription quantitative PCR (RT-150 qPCR). In rare circumstances (n=12 cases), a case was also considered positive based on its close 151 epidemiological association with tested, RT-qPCR positive cases. Here, a confirmed case is 152 considered to be one that is positive by at least one method. (Fig. 2) . The greatest 252 number of confirmed cases were observed in the municipalities of Mairiporã (n=88), Jundiaí 253 (n=68), São Paulo (n=62), Bragança Paulista (n=48), and Atibaia (n=36). There is a clear distinction 254 between the geographic location of cases in the pre-epizootic and in the epizootic phases 1 and 2 255 (Fig. 1B) . Specifically, almost all earlier cases that form part of the pre-epizootic wave occur in a 256 geographically distinct cluster of municipalities in the north of São Paulo state ( Fig. 1B; Fig. 2 
260
To investigate the source and transmission of YFV during the two epizootic waves, and the 261 genetic diversity of the virus circulating in NHP populations across SP state, we generated whole (Fig. S1) .
269
Newly generated genome sequences (n=46) were aligned to available outbreak genome data 270 (n=52) and maximum likelihood methods were used to estimate phylogenetic relationships. Our (Fig. 3, see Fig. 2 for locations). These data indicate 275 that the majority of the enzootic infections of YFV in SP may have arisen from a single 276 introduction, possibly from south of Minas Gerais. This single introduction was subsequently 277 followed by sustained transmission within SP state giving rise to epizootic waves 1 and 2 (Fig. 1) .
278
Finally we used a continuous diffusion model to investigate how rapidly the virus has been 279 spreading over space and time. We find that that YFV disseminated rapidly from the south of Minas 280 Gerais state through São Paulo municipality in the direction to the Atlantic Forest of São Paulo 281 (Fig. 4) , with the epidemic wavefront moving on average 0.84 (0.50-2.19) km/day (Fig. S2) Figure S1, Fig. 1 ). Phylogenetic and phylogeographic analyses of these data 300 indicate that virus lineages move diffused southwards from Minas Gerais into São Paulo state with 301 an invasion speed of<1km per day (Fig. 4) .
302
Understanding the processes that led to the initiation of the two main epizootic waves in SP 303 is important for preventing future YFV outbreaks. In this study were not able to sequence samples 304 from cases identified in northern SP during the pre-epizootic phase. We are therefore unable to use 
